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Summary. - Polypeptides synthesized in rabbit embryo fibroblasts
(REF) infected with six isolates of murine herpesvirus (MHV)
coming from different localities in CSFR were compared by elec-
trophoresis (SDS-PAGE). Altogether 28 virus-coded polypeptides
with apparent molecular weights ranging from 240 kD to 16 kD were
identified. While isolates MHV-60, MHV-72, and MHV-76 had
identical polypeptide profiles, the isolates MHV-68 and MHV-78
lacked a polypeptide with apparent molecular weight of 46 kD, the
rest of polypeptides being identical as well. The polypeptide profile
of MHV Sumava A.f. was most different from that of other MHV
isolates. This result is in agreement with some different biological
properties of this isolate. At a high multiplicity of infection (40
TCIDg, per cell) first polypeptides with apparent molecular weights
125 kD and 84 kD were detected by 5-9 hr post-infection (p.i.). All
other proteins appeared 14-18 p.i.
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Introduction

Six strains of a novel MHV were isolated from two species of wild murine
rodents Clethrionomys glareolus (MHV-60, MHV-68, and MHV-72) and
Apodemus flavicollis (MHV-76, MHV-78, and MHV Sumava A.f.) and some of
their biological properties were descsribed (Blaskovit er al., 1980; Mistrikové
and Blagkovi¢, 1985). Electron microscopic studies of infected REF cells
provided morphological evidence that the viruses belonged to the family
Herpesviridae (Ciampor et al., 1981). As the result of further biological, bioche-
mical, and the pathogenetic studies (Svobodové et al., 19824, b, Bla§kovit et al.,
1984; Rajééni er al., 1985; Stantekovd et al., 1987) has been found that
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were investigated.

Some resemblance between the polypeptide profiles of MHV-76 and strain
KOS HSV-1 has been found. Because of the possible glycosylation and phosp-
horylation of particular polypeptides, the unity of molecular weights of some
polypeptides gt these compared viruses can be accidental. In addition, the
major nucleocapsid polypeptide 155 kD HSV-1 and some other proteins have
their equivalents at each of three herpesvirus subfamilies (Killington et al.,
1977; Honess and Watson, 1977, Modrow and Wolf, 1983; Landini and
Michelson, 1988). This means that it is not possible to classify MHYV into one of
the subfamilies of herpesviruses on the basis of the polypeptide profiles only.
In addition, the polypeptide profile of MHV has not yet been compared with
the polypeptide profile of any gammaherpesvirus.

Efstathiou et al. (19904, b,) suggested to group MHV-68 into subfamily
Gammabherpesvirinae on the basis of the viral genome structure. Thus a compa-
rison with the polypeptide profiles of certain gammaherpesviruses, namely
with herpesvirus saimiri, will be desirable. Nevertheless, our results confirmed
that the polypeptide profile of MHV has a characteristic feature of a herpes-
virus polgpeptide profile.

MHYV Sumava A.f. was isolated from very distant locality and it differs from
other isolates of MHV in some biological properties (Svobodova et al., 1982a,
Mistrikov4 and Blagkovig, 1985). In addition, the studies on strain Sumava A.f.
have shown that this virus genome has a mean G+C pair content of approxima-
tely 60 % and a size of 135 kb (Blagkovié¢ et al,, 1988). On the other hand,
MHV-68 genome consists of 188 kb of unique DNA having a G+C content of
45 % flanked by variable copies of an 1.23 kb repeat unit (Efstathiou et al.,
19904, b). Our results confirm that the polypeptide profile of MHV Sumava A.f.
was the most different from polypeptide profiles of other MHYV isolates, too.

Comparing the polypeptide profiles of MHV isolates it has been shown that
MHV-68 and MHV-78 unlike MHV-60, MHV-72, and MHV-76 are lacking the
polypeptide 46 kD. This polypeptide is glycosylated and is accumulated in the
cytoplasmic fraction (our unpublished results). The absence of this polypep-
tide could explain the antigenic differences among individual MHV isolates
(Svobodova er al., 1982b). MHV-68 and MHV-78 which are lacking the poly-
peptide 46 kD were isolated from phylogenetically different species of wild
rodents (MHV-68 from Clethrionomys glareolus and MHV-78 from Apodemus
Savicollis) similarly as isolates with this polypeptide. This confirms the conclu-
sions of Blaskovi¢ et al. (1987b) that the sensitivity to this virus is under the
limit of the species specificity.

Further analysis of polypeptides present in the cytoplasmic and nuclear frac-
tions of the MHV infected REF cells is currently under way.






